Virginia Commonwealth University

VCU Scholars Compass
Theses and Dissertations

Graduate School

2017

Epigenetic editing to validate findings from methylome-wide
association studies of neuropsychiatric disorders
Robin F. Chan

Follow this and additional works at: https://scholarscompass.vcu.edu/etd
Part of the Genetics Commons, Molecular Biology Commons, Molecular Genetics Commons,
Neuroscience and Neurobiology Commons, Neurosciences Commons, Psychiatric and Mental Health
Commons, and the Psychiatry Commons
© Robin F. Chan

Downloaded from
https://scholarscompass.vcu.edu/etd/5003

This Dissertation is brought to you for free and open access by the Graduate School at VCU Scholars Compass. It
has been accepted for inclusion in Theses and Dissertations by an authorized administrator of VCU Scholars
Compass. For more information, please contact libcompass@vcu.edu.

™
™

α

β

β

β

β

⊆

⊆
⊆

⊆
⊆

⊆

β

β

′

Δ

Δ
α

β

β
β

β

Δ
Δ
Δ
Δ

β

β

α

Δ
Δ
α

Δ

α

Δ

β

′

0.0

0

TAB/WGB ratio

1.5

23

TAB frequency

WGB frequency

a
CG

0

b
CH

1
0

Methylation level
1

a
Coverage < 5th percentile

b
Coverage > 95th percentile

Bisulfite paired end
Input paired end
Input single end
Gene
Intron
Exon
3’ UTR
5’ UTR
Upstream 8kb
CG island in gene
CG island not in gene
CG island in Dnase cluster
CG island not in Dnase cluster
CG shore in gene (2kb)
CG shore not in gene (2kb)
Pseudogene in gene
Pseudogene not in gene
Splice site in gene
Splice site in conserved
Splice site not in conserved
Alt event in gene
Alt event not in gene
Alt event in intron
Alt event not in intron
TFBS in gene
TFBS not in gene
TFBS in conserved
TFBS not in conserved
Enhancer in conserved
miRNA
miRNA shore
ncRNA
Conserved in gene
Conserved not in gene
Repeat
Structural variant in repeat
Structural variant not in repeat
GenomicSuperDups in repeat
GenomicSuperDups not in repeat
Dnase cluster in gene
Dnase cluster not in gene
DNase1 frontal cortex
DNase1 cerebrum
DNase1 cerebellum

-2

0

2

-2

Log10(odds ratio)

0

2

Δ

